(BB RIE-NMR 600MHZz]
ASTORERS T

RRXZY - 2Y) - BRIEEY - BRIESaY - £B8VR - B FERE - £970
TEGRB N -

AIEEBEIREIR !

1. —#EXEE  EBUB  BEEY  =85ERS - 1H - 13C - 15N~ 19F »
27Al ~ 31P &%1#%#& - X DEPT * NOE * =& EHEE -

2. THEGER MR - RIREE - SR RAZARRE YR - W gCOSY -

I. NOESY - TOCSY ~ ROESY - HETCOR -~ LR-HETCOR ~ gHSQC -

Il. gHMBC ~ HNCO - HNCA - HN(CA)CO - NOESYHSQC ZA5E -

3. RER : ERZE 800C REEBRENT - BEEAGS - DI H20 E% -
4. 150C L TFRIRTEBAGR - MBEIMRERRE -

5. BT mECHTE D-solvent # - WEH Smm NMR & - §E 4 4~5cm

(BB RIE—NMR 400MHz]
HASTNRER /T
FRKAY) - YY) - BRIEEVEEB BN -

AEEEBETREIR :

1. —#RE BB - BaRE  =ME8R%E - :1H - 13C - DEPT % -
2. “HENEE  EEE - SRIZEEZMBRYEEE - 1 0 gCOSY ~ NOESY -

|. TOCSY ~ ROESY - HETCOR - LR- HETCOR - gHSQC - gHMBC % -

3. BETBEGEHE D-solvent # - WER Smm NMR &5 - §E4 4~5cm




[EBE#ZHEtiRE-NMR 200MHz]

HASTDAER T

¢ FRRFEAY - 54 - AL S NSRRI -
!‘:» E= i AERESERSIE ) - )
. 1~ LB - BE RN - ZBEEBS - 0 1H - 13C DEPT % -
: "1 2. THekil  BRBEH - AERARZIAREA - 4 COSY « NOESY -
; Ih,,_; HETCOR - LR- HETCOR £ -
© |3 mmERRESCNE  RE  BEHTE WEEESENLMSE 1
RSN IEOBBRE -
(mAHBHEREEGC-MS)]
HERINAERSTY
m/z R #BE 1,000 BT 2 8 F IR 300CU T/ F 2 ARENRE L
BRI 2 R R - BN SR DR S R -
i
= | EHEHRZERSE
\f 1 AR REEREHE : 10-5~10-7M - b HPLC SR 2 RISEHE

BHAEGIN . REE)EE - B2 2ml ERiiAKESHE 0.5ml -

2. FAZEBAYBENRIL - WE%EA H20 - DMF - DMSO £S5 AR - =
SRANNASZERE ZABETRHE -

3. RPOAERMEY - mEtEm -

(RIEEH EEE(LC-MS)]
PESTHEER /T

m/z {F#EE 4,000 LN ZIE - B/ \DFEREYRAAYBEETERZ ZEM
&R BEASBRITERENLENIDEE -
ZitEmZEREE :

1EMERAREZREERE : 10-5~10-7M » DL HPLC e 4k 2 BiA T (6
o BE#RE - Bl 2ml Emill R EHSRE 1ml -
2ERBPEERER/NR IMMEBBITMEERERRE) - T#EERSEAHNAS
BRZANETHE - ENER ICHBEN  BERESPRAY - LigN LC2
EERELIRTRE
3. RROAERMEE - mEtERm -




[RHHERTEERTIERRNELE(LC-MS/MS) ]
ResE

AERRHBEMBITERLE-Impact HD | E—RANBHEERKRAIRE - F_BRAMRT
R B EORER - MS A MS-MS %B,Eﬁmﬁﬂﬁr“mo 000 FWHM) & &8 £ %1
B (IR 2ppm)- B EC A B EMEERBET 2 ANBBUERBEIT 248 0l #1T LC-

MSMS 24

1 REEREZETE - BrIEERME MR m
TEEI T TAAENEETEREZESERE -

3. REHEERBE MR FEEERT -

4. REBRECEVZELRE -

ZithmEREE

1. EXERNRK - KER - BiRkm - BREEREBEEIRHS FEEE 2R -

2. BEetmZEBRE A 10ug/spot - FAEFEBRBEEM - BRTHR -

3. pFEAEZEmEE | ()EREMZ : 50pmol ML E - (2)7KAE %@ : 10pmol/
pl - S50pl BUE - @ ZEEREZE/NS ImM -

4. FRIRm@ - oIRuBERHERZIRE - DIAER -

5. RPOMERMBAIE C-18 Z0BEER - MBHHEMN - #FEEH -

6. RPOLAESHE M - mEMERm -

(BE@HERRMERRTRENERER]
((MALDI—TOF)]

EoRag )

HEaE )|

H%T—J;EU%*%(L%'E; proteins 5 peptides) 2T ERS - TERKEGFEE - R&—IE
ZEEFERBAFIY  FUNKILBRETHR AR  #EMEA TOF Mass
Analyzer 24 -

>

HEAETHEERN
EHES \¥§&%é\¢%ﬁ¥ifﬂﬂﬁ

~

H

ZEERZERSEE
1LEAERAT2EAER 2 BR(EEREBRTER) -

2. AR ER fa-cyano-4-hydroxycinnamic acid (CHCA) &
3. sinapinic acid (SA)mitE - HxEEFETER -




[REER=—ENEERREXNELE]

[ (LC-tripleQ-MS)]

EEREN

REBREENTT  F_RMSRHIER 7R 7B REE BOUBRE=R
O 15 42 3 ??1%%%'*‘%2%‘3.5&%? B R E 2R B E MR 2 INAE
(QED-MS/MS) - LN E B 2 S B R IE BRI TIAE(H-SRM) IRt 7 RIF 2 45 2%
EEINEE - IREBMTIBENTATEIZEYZTEEY - B ERINEEMBES - B
RAERHBEZEREESARIN TIMNREEESHEMN _ KT EEREH -

ETIHRMEESR -

HESTHRER T
1. ESI-MS (Q1MS)
2. MRM (Multiple Reaction Monitoring) &£ 7 #7

ZERMZEREE !

1 REERRERENF  FESUERBRFRMABRBRERE -

2.MRM EED T, EAERABITRELRHEZEmR

3. R DB ER ARG ZEEERM B BERKIMY - FLARIFEMESW®
HmiE - WM ICOBRGFEZER - LAREDHT -

(BUFEERERNEHEEL S TRR]

[LTQ-Orbitrap]

ARSI ERB KM EEBEBNEE ERERREGHER  ERE8-F
ABROFRERS

(REBSEREERE ICP-MS]

ICP-MS 2—RBMEZ TR KM BEEAS 7 ICP BENRFAEAMBERIEEAR®
E@ﬁ'f&vl«i&%?&fﬁﬁ’];zﬂ;iﬁlﬁ IMTBEN] - K2R IR A EmPSEUMETRREEN
DRSS - B1F  EMEE Bk - #ER - MRSEAMBEZTRONRS -




(ER X EREFHE]
BHF@EBESE (Single-crystal X-Ray diffractometer) X ¥4 &2 2 —&EF A
X SR RMA D FAEBEIM - MRER XRD ERl, DR IBENRFUE -
wMmEERNRENBE ARRULVASEREFEE  AUSTERER 82
READ FEBNRTHIE -

AR TNEE -

1. BESEDF(EY MR BYS)EERRRPHERALE -

2. BENRFEREAEMEBSEOYMUEEER BEERU=EZEN Y FE
BRI -

3. BEE Ml BESFSSHIEIAKHZES -

[ EHHIEREMEIZE—Olympus FV1000]
WESREE N
Be#&7A 405nm ~ 440nm ~ 515nm ~ 559nm ~ 635nm # 5 R RZEG -
MIRE R AE 100 FORIR)
—SRE R HE(Z DIC RIAHEE)
SBcE SIM laser —3Z(405 nm)
HENEAREEE

i wnN o

\ar

EEDHT

R EA RSB &R BT

RN R AR 22

iz mpYYe iR (photodamage) & /) - Tl #ETEYEISEIE
BHARR ZEM RIEED S R B EIE
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NEEER DT -

I

vk wN e

(AHBEARE 1= %4 - Cell*R]
RSB’
1. /8 R %A DAPI, GFP, TRITC, Fura2, Cy5
2. MIREREAE 100 E(HiR)
3. FAR/NEARIEERE

NBEEA AT

1. SRR TG

2. mA/NEAREERS  IHRERHEMARE G ZCE
3. EMRRIRNE Z MRS & 2L - (BN : 58 F)




[ B HIEREMEIR—Zeiss LSM700]
HASRASE T
1. 5B 405nm, 488nm, 555nm, 639nm £ 5 TR RS EH - £4 TREZE
57 -
2. MBEREAE 63 F(hIR)
3. BEREYEG  UZMUBLRREEEABERE

THEEER DI T -

1 —MREEmEUEAN dish &

2. ZHNUETRFE

3. KEERFE

4. Bt EESTERE

5. photobleaching - photoconversion E#REE R

1. JB R %A DAPI, FITC, TRITC,TexRed, Cy5
2. MEREREKNIE 40 &

3. BA/NEAIMR IS ERE

4. RKBEEREEHHELRR

TNBER T
1. BERZEEYER - OAR - A8 IER - BRF
2. ZEISEHE - HEREOH  &REXIBEIL2TEE 50,000 & well &9

A
ﬁﬁd\_ﬁéiﬁﬂﬂ’@iﬁgﬁ - I RFBARE G 2 i
4, BHH% SHrEEE (Metaxpress F] MDCStore)

[ [EXI X EE SR -AxioPlan2]

FEFRINEE :

1. — IR EmEERERFENRRETEHE -
2. — KR EmEN RO RHIEE -

B

1. BIR &4t © Zeiss AxioPlan2 IEXI T EEHIE -

2. 78R : DAPI, FITC, TRITC, Cy5 -

3. %88 : HER 10x ; #8% : 5X, 10X, 20X, 40X, (air); 100X (oil) -

4. Camara : Monocolor camera: ZEISS AxioCam MRm1388*1040P -
Color camera: Imagingsource DFK 23U445




(Z &Nk #r&E-FACSLyric)
RO E - FERBENRAAGEABHRIRCEN - BEEEBCRRIFIREE -
RABREEANOTTE EEHAZRENRIE L - BHEES - ACRRCE
5 - RROAEE 12 256 - ohmEAZEERFTK - REBARZCHERE - £

1. AREREL D Hr

2. ARRINEERA DT

3. #iiREHA

4. HRRAT

5. Ao AtERE

6. XBEEANEE -  BASEHMRENES

(Zef iR EE- FACSMelody]
AIVARE (flow cytometery) 2R S fE 28 iR FR_EA oIS fRAV AT 2 — - BOFR
MR BESER CNERFHARIREER - BRARINARDERE(Cell SortenBtE 2
BEAEE - MNPAD T REE HARBEARY - FR) BRER T ENARIRE 2 B
HRME —LRIIERAMAE -

THEEMER :

1. A EERAREE  ETRERSR  EFRSME  Z0UBBENEMRER -
2. oS ERAMULET 96 FLERD - EITEAM RNA REVEER - BBRSIDE -
ORERARELEEMRELERERMBIER -

3. BEINLEEHEERZRINIENIBRERS -

(SBEmzUAIlE — LSRII]
BERARAE

SR . BIERS -

BR B IIRIIREKER -
B l3ezsk-

OETZERANMT

1. Signaling molecules Z 7347

2. JEHlZ Cell Circlye 24

3. Ratiometric Analysis

4. Multi-parameter Immue Cell Funtion
5. BRABAHREED

6. Quantum dots 2 FEMA
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(= RAMEEMMES 75 E—TissueFAXS Plus]
BERANE
1FMIE &4 . ZEISS Z2 BISTREMIE -
2. MIREE - 25X ~ 10X ~ 20X ~ 40X (HER) °
3.BHEAM MAXYERER CCD BERMR -
4 RiR1EHE . B DAPI - FITC - Cy3 - Cy5 -
5.FEFBEREE : TissueFAXS -1 REREE - TissueQuest
& HistoQuest -2 #TEREE -

FEFRTARE :
1LREREAESR - &R -
2ERAREGHENKEHENHZE HERARTR
711:75'% BEIZAMIE -

EITHNB RS FEMIREE  ASRIRER R E
%n*ﬁﬂ]ﬁb .

HHIHJ

ZETAVIEW®

METRIX

SRMFEM S HTE-NTA]

ZIBEHEITH CMOS BEMIHRFRBNBRIHNEE - B MARES T EREA

&) (Brownian motion) & XEE: (Micro-electrophoresis) - o153 A /)N ~
BNDRE - Zeta Potential S&H -

FEFRTNEE :

1. DEKKIF A/ - BE ~ Zeta Potential
2. AT E AR RIFRKIF AR/ ~ JBE - Zeta Potential
3. MBI KM FB Bionanoparticles - F-labeled bioNP - Liposomes +
Micelles ~ Drug delivery ~ Protein agglomeration Virus like particles (VLP) ~ Virus
samples / Viral titer - Extracellular vesicles (EV) - Emulsions Polymers -

Nanometals - Nanobubbles - Irregular particles ~ Quantum dots

BIOHAZARD

02

LEVEL 2

(EYMLE=E _HREH=E-BSL-2]
RERBEAMRAE—IJLERIFEMRAMMR ZERERSE - jﬁz‘iéj WiId—Type
Bacteria ~ Wild-Type Virus ~ Recombinant Virus £ &5 2@ ZE E#

. HREEEESE -
5.Class |l 2 A28 B2 ZEWMEZEHE -




(S AR 4B w1 B 5 2 4t-CODEX]

EwaRET

"CODEX %#% . %U)ﬂﬁ%ﬁ’]%’fiﬁ?ﬂaﬁiﬁw’ﬁﬁ Barcodes HaREMKNMEL - &8
Barcodes UM ESM ol BiENINR AR £ - HZ ol —RERZIE 40 ZREAEEZR
RIBIR R AT - BB AT —ARROIRIN - B R = J‘UT%K——AEEE RS EBRCA
5 4-6 8 - TTEHURKMTABE N 28 - CODEX Z: 47 o) 12 AR A A I Be BA 1R Sy g iE
B2 g8 LIE - REBSMABE LAMARENREK - IRBEERNEZA
feiREe ol E R R DR BRI A TRE RS - WA —ARRIARERSZE 10
ZENAR - AAENRRETET  EROERFERE  OFRERIRREBT
BRABCIRILEBE -

THEERER :

1 AEREHERERESHEZRAK 20X 5 - oIERER 4 BEEHER (AF488,
ATTO550, AF750, Cy5) -

2. BEHBHEZRENFES  UEERE - HiE - ZREE - BEBEE LS
2RV ANEEIEMERYE -

3. Multiplex Analysis Viewer (MAV) 2T BES ol ETTR G RRMIE - FEBE =K -
AR BB  TERESENSRF  EMELURENIEER - BHTEZENAS
ZEREE -

4. E—R1tafe - CIEEIREBE 40 B LR ERE

5. BARA# SRR - AREHB RO - KRFERER AR IREBEBEE
TEM . S HET HAE e -

(ERERZLERZE]

HRSRASE N

1LERE_#EX  IAESRESEN AN FEER ERBLUMELEN SR
F - R RARERARNERY

2EREMER . A Trypsin BRYEIRMEEREREHENZ R EMEIK - BERS
MAELRETERESNEREEDST -

3.Typhoon 9410 &} #FHE | EE=TEE AR LIR(488,532 &1 633 nm) - O#F
MEXB R - WA RS EIER - BRANEL - WHUEES T -

[ZEREF#H 72 T FEE-Luminex 200]
EaafE
DA AMmEAEREREASE 100 EEEMIK - LEBNIEFIHER 635nm),ﬁ;’(
BHOK - BUMARRHEREOC I MIZEAERE - IWEMACIERS. - HEEBRW
BEHF(EE 532nm) BB Mk L2 PE EXER - BRI PMT W% - B3E
FRERAE REYNE - HHESEREY D FETRENEEHNEE DT -
ThEEFER

XA TE—R AP ED 100 BHLU EABBEZED m
XERY Ol BB - B8 - Phosphoprotein 8¢ Cytokine -
XM  ERREATIRHE  fRaNBERGRE -




[FEEEREnEEETERAE]

B

1 BHERER  TENBUAFESERS ERARYESERRNERESR -
2IEMEROSTIBER : BB foil 388 - AEANAD B RERER - RSERIE
i -

3. BIREOHIRE  BEERUENBEES EERRIESE 12 HEINTRMN
S -

4 BRERSER  SHRREE 1~2 ul RAETESR -

5. 2EBERS : 2EBLNEROTEREARBERR AU SEEHS
%’2 o

TIBEREFS -

XDNA RE#38l : 575 gDNA/FFPE DNA 527 - ST R RIARS IS % 4
gDNA M58 (82 FFPE )-

XRNA SERN : 12428 RNA SENHT - 12 Gold standard RIN - F
= gDNA SFRTiE

(RSB RE ST %4-DIGITAL PCR]
Bas s Bh:
1. SUBEE T o] fRIE PCR MHEIM B SRRFHREENTE  URERSIRE
HIRERE -
2. BBMEENDE B E R REMKEEPE BRI MR ER real-
time PCR WiEHEE R EGE -
3. A mEEERIESFES 0.001% -
4. OJEREIMESR S FAM IR VIC -
5. mEREMATETERBHESE N -
6. —ROLIZBEEH DT 96 EEm
ThEERER
XERBHEE N - EREEE (copy number)EEZ 247
XERBREWA - $1¥ NGS Bl B AN SR IHERIER - BHERSEER

[E4% DNA EiXEF{%-DS3000]
BasET
RH GUI WigIEa R B Rst - BERREGIE B BRFEME  JERmERTE
gl - BRIRERARIV O/ 30 2 ERNESSMmME 600 bp EFEAR @ REERE
o7 60 D EAESSMER 700 bp EFAER -
ThEEFER
XERF M Sequencing analysis : oIFEEEREE 600 bp M E(REZFEET)L
700 bp DA E(1RE&E) -
X R BT Fragmentanalysis : BEZERARE FEERA - MEMRE - BEY
Mm##EE - SNP &8 -




(REB#ZEL EEEH %4 Real-time PCR 75001
BER AR
ojf= 8 5 &)X - 68&7%A FAM/SYBR (520 nm) - VIC/JOE (550 nm) -
TAMRA/NED/Cy3 (580 nm) ~ ROX/TAXAS RED (610 nm) ~ CY5 (650 nm) »
BIRFERRTRE WINLIO - Lt rERER
FHRE 2.3 R -

g
hujn)
am
=

T

R CH N
h

= A

Be DH D

L)

|
TH
&
=

EHEEEDNT

AW e
U
DA

[ BDE A% BE E 2 EIE 5 T %4 QuantStudio 5]

BER T

BE 6 ERIEEEA 6 ERE SRR A —RER PO ESRINSERCHRAES
BRARZE qPCR REDHT (Multiplex qPCR) - ZE23ZiEMEMN EHNERHE - &
2 TagMan® #REt & SYBR® Green D %3 El - FE1R%E 96 FL = ERE A 7T AL BN
BEHESE PCR RFEAZ 30 & -

BREE

RO TIRE - FER 96 AURRABREMED T RRERERABEEN LS - RIE
o DU GERRLE -

R BRI « Veriflexblock % 1iif2fit 3 2 6 EBUMEEE - OJERFETS
EER - tRRERRVWBERIER - FERT 30 DERNTH -

*EME L E—RNEBTANETSEHER -

>R EMEE RO ERBAR « OptiFlex #1640 LED BY¢0JLUETTRAH BRI EUE
WE  #MRESEREE - £EEREBPOMUENAEZENE 15 BHER - TF
FEAEE 10 WM ERSEE -

B EEBREES o RIREEEMETT PCR RERE  WEABBEBRENT
FEEIVARIBES - HEAMNAENE gPCR il - BEEIMINEE - oIBEREtEE T
iz -

“OERER BB IZEEREEBIIINEE  BHES PIN RENEBERBEMUR
iR % /RNases P £ I18E




[#85ERk 0\& Optima XPN Ultracentrifuge]

B E
*15 HERENRRERER  BETEES B2 - BAPXRENE - oEESD
X/R=X - EHEE - BE -
* BENERTFEE: BHR 180-264 KERMENREERHE - REREE
BB EATEZEREZER EeRNERARMSIENERIER  REERSIE
B -
*OEETT REREN BRRERETFEREIE  UABEFRNENEFIESE
AU RESEEASNRERB ZANLEE - BHFREREFZINEER
Bar R HE -
> OEREE  URBFHIERIERREEESE BEERNEET FHSE
Bl JEUEREREYROKETEREEZ -
> BN EEMAE AL EENER  KEAORE  EMBZESRERE &
EEERNKGS GMP/GLP 22
** THEESRARY eXPert BEOEXEAEEE : BOEXERBEEBR LBIERFE
TheE - AR BRAIB(CEERADSHEERNERKE B8 LFME ; TTRE
EETE RS -
* SNERE  RABERERS  BHEEBREPEENERLEBEZFHEEPER
A ZZEEERVE R
BSOSt oDR /D E G E R EEISVEERIER - SHISABES/NR 60W - 8[E
FEmMOENE 33%RIBEIRIERE -
> BETE  IRAERNRET BT BRSNS - BHERTEERE .
WOHIRRESE - RE/NR 51 HEA) -

[ EEfREE R L RE OPEN SPR]
OEIREMEN D FENHEEIER - RAFEAENE MRS ST ORI
Blfilg - LSPR BBEEN K - AEREMRFCGEESH FHEFEREN ; HHN;
toEEARBE  EMAED FHEFRLESH NHEMAR -

TR -

1 KD FEEYE) 1 (ka ~ kd F1 KD)E BAVHIE ;

2 MEBBTIRIRA NERE ;

3-AMEAE-ERE  &A-MIK  S8-%% - SAMNEYN D FUURZE-Z#BE
BAREER ;

4 FEEERBETRAZEAWMRS -

ERAEGE  AREERRBWEERE IRFSRENEY S FERGIER K2
NI EESEREIE -




[ BENMEEMIR S FIFEC &4 10X]

10x Genomics B Chromium™ E AR AZR 75 MG R ES IR T Ed 7 ?1
MEMNBAIM TERES  BIREREREL T AR B AR ie:t
ZHEEEEMARNREEL S -

—i)<T

SR E &
SAVYSE =]

FI}

EaREe

1 AESRS/ESMRERTAENZZHM (barcode) Z BEIKLIF B 0 B E
TE— MR ZBBERR -

BEEBENN SREBIFRZIEIE 80,000 EAMR - SXRATHRZ IR LKk 8

3. m@ﬂﬁl? AR R X &R Ol3E 65%(R) L E

4. BNE LHE  SRIATOIR 20 nERSTHREMB S BT -

. ZHERMY

5-1 JREARMEETACRRER [EEARTERE  2EERE  REEEH
EAHT(ATAC) - BAIMRRBREREZESI(CNY) -

5-2 Ol aRENBRRETARRANRFERE D -

6. ZVBEA 70 BEL ERIBRHEREC R B (barcode) E 1T AIMIREC

7. EA UMI(Unique molecular identifiers)ig 7% *ﬁﬁﬁﬁf

8. TRMUAIMAROTEAMNSRERERRIEZERE - SEETHRECHNOITEALER
RAR AR D B ER -

Ul

[RFAMEIEEE GentleMACS]

BREE

BRTERERREMARLAIHCBRESS  BAZEAET  ZEHLTERABE
mVEE - BESNEARREREEN  FRSUETERBEENIREL - F15
NEAMENMOSE - HREFRFHER SN RERM TR EREERE - TREAS
R AR BRI ERIN Z RS RRREEREREE M EREER—
HERBELRTIFRE  —HTERERRATR | 5—FHH SBEEFSI
2B RO RERFELS UREBEAMGnEARBRILERR N AR 8 - 2
RIEE ; Mo ARA#ERIRE AR  RIZENEERE - OJRE
B ESEMARBRERREMREY - B#ES)/\ERE BB FERRAE
AR  SEEBBERETTHR  MOBERMNMAMNERREE N —EF -

Hp




[ 48AaRL S & ECM 2001 Hybridoma system]
ECM-2001+ "2 IhaetiE - EBERERIMREH L - oA TEFARAMMS
B

BEREE
BREFARAMMSING O ETERMR  BBRNTARMS 2R - STk
REE - IREMAENE AR AT ETE)(trypsinization) - Bl E#ZETEF A ER

EEREA
MEE - ZER  BYREERERS
Miagla - EARERARERS  ERAZEYBA

(ELZB#:EZRELESHE NX-500])

BERAE

(1) 2XFRARIFRE (RERERREBRWER

(2 ZBEBRWMFE ; TEERR - TS - BEAR

1%%%%*:‘}25 :

(1) DM - E{EERI 120 tests/hr LI E - LB D47 128 tests/hr A & - EEEE
ﬁ,EIJ 1 minute/3 tests(Na+, K+, CI-) £ - WolERFE2 4 31 EIEE

(2) VEREEE . EF 10 pl /test IF

(3) 'mAETELR . &M - M - M5B - K&

4) %Eéﬂlﬁ] ca. BEIRMEEAGEE - b. RO BEEEEABENKRBEEHEL
(5) %wEIEE  BBHERNE

INGENUITY

PATHWAY ANALYSIS

(EVBEITREEERE IPA]

Ingenuity Pathway Analysis (IPA)SBRIER FAS&HTE - iiREERNEYE
BAOWMMBEREBEERNE  BAITZERERRANBMEEBERA IPA RIEHE
.E%E‘—‘%Egﬁg—%‘%ymﬂ&fﬁﬂ"EuuFE%EE‘&TtE%QEHTWE REMIR 2 2 B
BTE . ZESCHPASMAKBERCEMNRAMZBET £ - 10 Nature - Cancer
Research - PNAS % - if R A S0/ DIFERFEA IPA S EREE S KA AE omics
ERFaANEREN EMBBRAATEN S FRN G %G  ARKRINZER
BRBIEEAERANT#E -




[ SE=EERREMN 2 TEEE Partek Flow Lab.]

Partek Flow ZF1% NGS SEERIER MRS DITEES - X8 RNA-seq ~single-
cell RNA-seq ~ DNA-seq * ATAC seq * ChIP seq * Metagenomic Seq - 1 ¥ &%
BERUOWRE (Bl BWA, Bowtie, STAR, TopHat &) R# TR (B T-test,
Anova %) - BIEMEM A E (B Chromosome View * Dot Plot + Volcano Plot »
Hierarchical clustering Z)LIKRBEEAN S TRIERET - EERREENHREME
EERRENAESTETHAERES -

Partek Flow sz #&#7# single-cell RNA expression #3247 - o T BREEERE AR
B4R AT RNA RIRE - WERS E A A P (subgroup) BEREIRIREMZEE - Hp
Trajectory Analysis IhEE#S AR AR B R ER R IES AR B AN 2L
Nt AR AR (EIRAE - OIDIFE L@ DR m o iR (O AP ( anErAlRe ) RoEEROAR
PRAREY -

[ 77 F 1585k 5 #rERRE Discovery Studio (DS) ]

Discovery Studio @ —EZNEE 2 ERTRAIBES - ol EAR KNS FHREEmMIEEET -
FENREEIE ¢

1LEBRERBER RS - RERIINALIEE  HAEEE ZINEE -
2EBMEZE MRAREREZER  STESFREZESNSTEEE -
JRBEIREHE Y 3D 418 - RERMETERENEAB IEE -
AFERARRERZFIEEEBARE  THRESEAEZIEESE - WETYEEL
2T

SAFEREABEN  RETMENMNSEREY 2 EE  HEHEBENZEY) -
6.0/ NEY N FEASZERERIEM N RETERE - 7THREERMUG - aETEYES IR
M7 S IREDE -

7IERANEN D FRRI - 2 - KB Bt RBES Y -
IAERMERLSAIMA -




